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PRIOR FILING DATE: 19 
NUMBER OF SEQ ID NOS : 
SOFTWARE: Patentln Ve 
SEQ ID NO: 1 
LENGTH : 1713 
TYPE: DNA 

ORGANISM: Lucilia cuprina 
SEQUENCE: 1 

atgaatttca acgttagttt gatggagaaa ttaaaatgga agattaaatg cattgaaaat 6 0 
aagtttttaa actatcgttt aactaccaat gaaacggtgg tagctgaaac tgaatatggc 120 
aaagtgaaag gcgttaaacg tttaactgtg tacgatgatt cctactacag ttttgagggt 180 
ataccgtacg cccaaccgcc agtgggtgag ctgagattta aagcacccca gcgaccaaca 240 
ccctgggatg gtgtgcgtga ttgttgcaat cataaagata agtcagtgca agttgatttt 300 
ataacgggca aagtgtgtgg ctcagaggat tgtctatacc taagtgtcta tacgaataat 360 
ctaaatcccg aaactaaacg tcccgtttta gtatacatac atggtggtgg ttttattatc 420 
ggtgaaaatc atcgtgatat gtatggtcct gattatttca ttaaaaagga tgtggtgttg 480 
attaacatac aatatcgttt gggagctcta ggttttctaa gtttaaattc agaagacctt 540 
aatgtgcccg gtaatgccgg ccttaaagat caagtcatgg ccttgcgttg gattaaaaat 600 
aattgcgcca actttggtgg caatcccgat aatattacag tctttggtga aagtgccggt 660 
gctgcctcta cccactacat gatgttaacc gaacaaactc gcggtctttt ccatcgtggt 720 
atactaatgt cgggtaatgc tatttgtcca ttggctaata cccaatgtca acatcgtgcc 780 
ttcaccttag ccaaattggc cggctataag ggtgaggata atgataagga tgttttggaa 840 
tttcttatga aagccaagcc acaggattta ataaaacttg aggaaaaagt tttaactcta 900 
gaagagcgta caaataaggt catgtttcct tttggtccca ctgttgagcc atatcagacc 960 
gctgattgtg tcttacccaa acatcctcgg gaaatggtta aaactgcttg gggtaattcg 1020 
atacccacta tgatgggtaa cacttcatat gagggtctat ttttcacttc aattcttaag 1080 
caaatgccta tgcttgttaa ggaattggaa acttgtgtca attttgtgcc aagtgaattg 1140 
gctgatgttg aacgcaccgc cccagagacc ttggaaatgg gtgctaaaat taaaaaggct 1200 
catgttacag gagaaacacc aacagctgat aattttatgg atctttgctc tcacatctat 1260 
ttctggttcc ccatgcatcg tttgttgcaa ttacgtttca atcacacctc cggtacaccc 1320 
gtctacttgt atcgcttcga cttcgattcg gaagatctta tcaatcccta tcgtattatg 1380 
cgtagtggac gtggtgttaa gggtgttagt catgctgatg aattaaccta tttcttctgg 1440 
aatcaattgg ccaaacgtat gcctaaagaa tcgcgtgaat acaaaacaat tgaacgtatg 1500 
actggtatat ggatacaatt tgccaccact ggtaatcctt atagcaatga aattgaaggt 1560 
atggaaaatg tttcctggga tccaattaag aaatccgatg aagtatacaa gtgtttgaat 1620 
attagtgatg aattgaaaat gattgatgtg cctgaaatgg ataagattaa acaatgggag 1680 
tcgatgtttg aaaaacatag agatttattt tag 1713 
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108 gctgattgtg tcttacccaa acatcctcgg gaaatggtta aaactgcttg gggtaattcg 1020 

r-> i ) atacccacta tgatgqgtaa cacttcatat gagggtctat ttttcacttc aattcttaag 1080 

200 caaatgccta tgcttgttaa ggaattggaa acttgtgtca attttgtgcc aagtgaattg 1.140 

20 1 gctgatgctg aacgcaccgc cccagagacc ttggaaatgg gtgctaaaat taaaaaggct 1200 

202 catgttacag gagaaacacc aacagetgat aattttatgg atctttgctc tcacatctat 1260 

20 3 ttctggttcc ccatgcatcg tttgttgcaa ttacgtttca atcacacctc cggtacaccc 1320 

204 gtctacttgt atcgcttcga cttcgattcg gaagatctta tcaatcccta tcgtattatg 1380 

205 cgtagtggac gtggtgttaa gggtgttagt catgctgatg aattaaccta tttcttctgg 1440 
20r> aatcaattgg ccaaacgtat gcctaaagaa tcgcgtgaat acaaaacaat tgaacgtatg 1500 

207 actggtatat ggatacaatt tgccaccact ggtaatcctt atagcaatga aattgaaggt 15h0 

208 atggaaaatg tttcctggga tccaattaag aaatccgatg aagtatacaa gtgtttgaat 1620 
200 attagtgatg aattgaaaat gattgatgtg cctgaaatgg ataagattaa acaatgggag 1680 
2 10 tcgatgtttg aaaaacatag agatttattt tag 1713 

212 <210> SEQ ID NO: 4 

213 <2 11> LENGTH: 57 0 
J 14 <212> TYPE: PRT 

215 <213> ORGANISM: Lucilia cuprlna 

2 17 <:4 0 0> SEQUENCE: 4 
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264 245 250 255 

266 Gin His Arg Ala Phe Thr Leu Ala Lys Leu Ala Gly Tyr Lys Gly Glu 

267 260 265 270 

269 Asp Asn Asp Lys Asp Val Leu Glu Phe Leu Met Lys ALa Lys Pro Gin 
27Q 275 280 285 

272 Asp Leu lie Lys Leu Glu Glu Lys Val Leu Thr Leu Glu Glu Arg Thr 
27} 290 295 300 

2 7 5 Asn Lys Val Met Phe Pro Phe Gly Pro Thr Val Glu Pro Tyr Gin Thr 
J76 305 310 315 320 

278 Ala Asp Cys Val Leu Pro Lys His Pro Arg Glu Met Val Lys Thr Ala 

279 325 330 335 

28 1 Trp Gly Asn Ser He Pro Thr Met Met Gly Asn Thr Ser Tyr Glu Gly 
282 340 345 350 

284 Leu Phe Phe Thr Ser lie Leu Lys Gin Met Pro Met Leu Val Lys Glu 

285 355 360 365 

287 Leu Glu Thr Cys Val Asn Phe Val Pro Ser Glu Leu Ala Asp Ala Glu 

288 370 375 380 

290 Arg Thr Ala Pro Glu Thr Leu Glu Met Gly Ala Lys He Lys Lys Ala 
2'il 385 390 395 400 

2<n His Val Thr Gly Glu Thr Pro Thr Ala Asp Asn Phe Met Asp Leu Cys 
2'M 405 410 415 

29 6 Ser His He Tyr Phe Trp Phe Pro Met His Arg Leu Leu Gin Leu Arg 
297 420 425 430 

299 Phe Asn His Thr Ser Gly Thr Pro Val Tyr Leu Tyr Arg Phe Asp Phe 

30 0 435 440 445 

302 Asp Ser Glu Asp Leu lie Asn Pro Tyr Arg He Met Arg Ser Gly Arg 

303 450 455 460 

305 Gly Val Lys Gly Val Ser His Ala Asp Glu Leu Thr Tyr Phe Phe Trp 

30b 465 470 47 5 4 80 

308 Asn Gin Leu Ala Lys Arg Met Pro Lys Glu Ser Arg Glu Tyr Lys Thr 

30^ 485 490 495 

3 11 He Glu Arg Met Thr Gly He Trp He Gin Phe Ala Thr Thr Gly Asn 

312 500 505 510 

3 14 Pro Tyr Ser Asn Glu He Glu Gly Met Glu Asn Val Ser Trp Asp Pro 

3L5 515 520 525 

3 1.7 He Lys Lys Ser Asp Glu Val Tyr Lys Cys Leu Asn He Ser Asp Glu 

!U8 530 535 540 

320 Leu Lys Met He Asp Val Pro Glu Met Asp Lys He Lys Gin Trp Glu 

321 545 550 555 560 

323 Sor Met Phe Glu Lys His Arg Asp Leu Phe 

324 565 570 

327 <210> SEQ ID NO: 5 

328 <211> LENGTH: 1713 

329 <212> TYPE: DNA 

35 0 <213> ORGANISM: Lucilia cuprina 
3 32 <400> SEQUENCE: 5 

333 at.gaatttca acgttagttt gatggagaaa ttaaaatgga agattaaatg cattgaaaat 60 

334 aagtttttaa actatcgttt aactaccaat gaaacggtgg tagctgaaac tgaatatggc 120 

335 aaagtgaaag gcgttaaacg tttaactgtg tacgatgatt cctactacag ttttgagggt 180 
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VERIFICATION SUMMARY DATE: 12/17/2001 

PATENT APPLICATION: US/0 9/7 7 6,910 TIME: 14:44:31 

Input Set : N:\Crf3\RULE60\09776910.txt 
Output Set: N:\CRF3\12172001\I776910.raw 



L:1145 M:341 W: (46) " n " or "Xaa" used, for SEQ ID# : 30 
L:1182 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 31 
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